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<210> 1 

<211> 2211 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggcacagatg atgctacagc tgacagtcgc aaaacttaca ctctaactga ttacttaaaa 60 
aatacttata gactgaagtt atactcctta agatggattt cagatcatga atatctctac 120 
aaacaagaaa ataatatctt ggtattcaat gctgaatatg gaaacagctc agttttcttg 180 
gagaacagta catttgatga gtttggacat tctatcaatg attattcaat atctcctgat 240 
gggcagttta ttctcttaga atacaactac gtgaagcaat ggaggcattc ctacacagct 3 00 
tcatatgaca tttatgattt aaataaaagg cagctgatta cagaagagag gattccaaac 360 
aacacacagt gggtcacatg gtcaccagtg ggtcataaat tggcatatgt ttggaacaat 42 0 
gacatttatg ttaaaattga accaaattta ccaagttaca gaatcacatg gacggggaaa 480 
gaagatataa tatataatgg aataactgac tgggtttatg aagaggaagt cttcagtgcc 54 0 
tactctgctc tgtggtggtc tccaaacggc acttttttag catatgccca atttaacgac 600 
acagaagtcc cacttattga atactccttc tactctgatg agtcactgca gtacccaaag 660 
actgtacggg ttccatatcc aaaggcagga gctgtgaatc caactgtaaa gttctttgtt 720 
gtaaatacag actctctcag ctcagtcacc aatgcaactt ccatacaaat cactgctcct 780 
gcttctatgt tgatagggga tcactacttg tgtgatgtga catgggcaac acaagaaaga 840 
atttctttgc agtggctcag gaggattcag aactattcgg tcatggatat ttgtgactat 900 
gatgaatcca gtggaagatg gaactgctta gtggcacggc aacacattga aatgagtact 960 
actggctggg ttggaagatt taggccttca gaacctcatt ttacccttga tggtaatagc 1020 
ttctacaaga tcatcagcaa tgaagaaggt tacagacaca tttgctattt ccaaatagat 1080 
aaaaaagact gcacatttat tacaaaaggc acctgggaag tcatcgggat agaagctcta 1140 
accagtgatt atctatacta cattagtaat gaatataaag gaatgccagg aggaaggaat 1200 
ctttataaaa tccaacttag tgactataca aaagtgacat gcctcagttg tgagctgaat 1260 
ccggaaaggt gtcagtacta ttctgtgtca ttcagtaaag aggcgaagta ttatcagctg 1320 
agatgttccg gtcctggtct gcccctctat actctacaca gcagcgtgaa tgataaaggg 1380 
ctgagagtcc tggaagacaa ttcagctttg gataaaatgc tgcagaatgt ccagatgccc 144 0 
tccaaaaaac tggacttcat tattttgaat gaaacaaaat tttggtatca gatgatcttg 1500 
cctcctcatt ttgataaatc caagaaatat cctctactat tagatgtgta tgcaggccca 1560 
tgtagtcaaa aagcagacac tgtcttcaga ctgaactggg ccacttacct tgcaagcaca 1620 
gaaaacatta tagtagctag ctttgatggc agaggaagtg gttaccaagg agataagatc 1680 
atgcatgcaa tcaacagaag actgggaaca tttgaagttg aagatcaaat tgaagcagcc 1740 
agacaatttt caaaaatggg atttgtggac aacaaacgaa ttgcaatttg gggctggtca 1800 
tatggagggt acgtaacctc aatggtcctg ggatcgggaa gtggcgtgtt caagtgtgga 1860 
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atagccgtgg cgcctgtatc ccggtgggag tactatgact cagtgtacac agaacgttac 1920 
atgggtctcc caactccaga agacaacctt gaccattaca gaaattcaac agtcatgagc 1980 
agagctgaaa attttaaaca agttgagtac ctccttattc atggaacagc agatgataac 2040 
gttcactttc agcagtcagc tcagatctcc aaagccctgg tcgatgttgg agtggatttc 2100 
caggcaatgt ggtatactga tgaagaccat ggaatagcta gcagcacagc acaccaacat 2160 
atatataccc acatgagcca cttcataaaa caatgtttct ctttacctta g 2211 



<210> 2 
<211> 736 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Gly Thr Asp Asp Ala Thr Ala Asp Ser Arg Lys Thr Tyr Thr Leu Thr 
1 5 10 15 

Asp Tyr Leu Lys Asn Thr Tyr Arg Leu Lys Leu Tyr Ser Leu Arg Trp 
2 0 25 3 0 

He Ser Asp His Glu Tyr Leu Tyr Lys Gin Glu Asn Asn He Leu Val 
35 40 45 

Phe Asn Ala Glu Tyr Gly Asn Ser Ser Val Phe Leu Glu Asn Ser Thr 
50 55 60 

Phe Asp Glu Phe Gly His Ser He Asn Asp Tyr Ser lie Ser Pro Asp 
65 70 75 80 

Gly Gin Phe He Leu Leu Glu Tyr Asn Tyr Val Lys Gin Trp Arg His 
85 90 " 95 

Ser Tyr Thr Ala Ser Tyr Asp He Tyr Asp Leu Asn Lys Arg Gin Leu 
100 105 no 

He Thr Glu Glu Arg He Pro Asn Asn Thr Gin Trp Val Thr Trp Ser 
H5 120 i 2 5 

Pro Val Gly His Lys Leu Ala Tyr Val Trp Asn Asn Asp He Tyr Val 
130 135 140 

Lys He Glu Pro Asn Leu Pro Ser Tyr Arg He Thr Trp Thr Gly Lys 
145 150 155 160 

Glu Asp He He Tyr Asn Gly He Thr Asp Trp Val Tyr Glu Glu Glu 
165 170 175 

Val Phe Ser Ala Tyr Ser Ala Leu Trp Trp Ser Pro Asn Gly Thr Phe 
180 185 190 

Leu Ala Tyr Ala Gin Phe Asn Asp Thr Glu Val Pro Leu He Glu Tyr 
195 200 205 

Ser Phe Tyr Ser Asp Glu Ser Leu Gin Tyr Pro Lys Thr Val Arg Val 
210 215 220 
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Pro Tyr Pro Lys Ala Gly Ala Val Asn Pro Thr Val Lys Phe Phe Val 
225 230 235 240 

Val Asn Thr Asp Ser Leu Ser Ser Val Thr Asn Ala Thr Ser lie Gin 
245 250 255 

lie Thr Ala Pro Ala Ser Met Leu lie Gly Asp His Tyr Leu Cys Asp 
260 265 270 

Val Thr Trp Ala Thr Gin Glu Arg lie Ser Leu Gin Trp Leu Arg Arg 
275 280 285 

lie Gin Asn Tyr Ser Val Met Asp lie Cys Asp Tyr Asp Glu Ser Ser 
290 295 300 

Gly Arg Trp Asn Cys Leu Val Ala Arg Gin His lie Glu Met Ser Thr 
305 310 315 320 

Thr Gly Trp Val Gly Arg Phe Arg Pro Ser Glu Pro His Phe Thr Leu 
325 330 335 

Asp Gly Asn Ser Phe Tyr Lys lie lie Ser Asn Glu Glu Gly Tyr Arg 
340 345 350 

His lie Cys Tyr Phe Gin lie Asp Lys Lys Asp Cys Thr Phe lie Thr 
355 360 365 

Lys Gly Thr Trp Glu Val He Gly He Glu Ala Leu Thr Ser Asp Tyr 
370 375 380 

Leu Tyr Tyr He Ser Asn Glu Tyr Lys Gly Met Pro Gly Gly Arg Asn 
385 390 395 400 

Leu Tyr Lys He Gin Leu Ser Asp Tyr Thr Lys Val Thr Cys Leu Ser 
405 410 415 

Cys Glu Leu Asn Pro Glu Arg Cys Gin Tyr Tyr Ser Val Ser Phe Ser 
420 425 430 

Lys Glu Ala Lys Tyr Tyr Gin Leu Arg Cys Ser Gly Pro Gly Leu Pro 
435 440 " 445 

Leu Tyr Thr Leu His Ser Ser Val Asn Asp Lys Gly Leu Arg Val Leu 
450 455 460 

Glu Asp Asn Ser Ala Leu Asp Lys Met Leu Gin Asn Val Gin Met Pro 
46 5 470 475 480 

Ser Lys Lys Leu Asp Phe He He Leu Asn Glu Thr Lys Phe Trp Tyr 
485 490 495 

Gin Met He Leu Pro Pro His Phe Asp Lys Ser Lys Lys Tyr Pro Leu 
500 505 510 

Leu Leu Asp Val Tyr Ala Gly Pro Cys Ser Gin Lys Ala Asp Thr Val 
515 520 525 
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Phe Arg Leu Asn Trp Ala Thr Tyr Leu Ala Ser Thr Glu Asn lie lie 
530 535 540 

Val Ala Ser Phe Asp Gly Arg Gly Ser Gly Tyr Gin Gly Asp Lys lie 
545 550 555 560 

Met His Ala lie Asn Arg Arg Leu Gly Thr Phe Glu Val Glu Asp Gin 
565 570 575 

lie Glu Ala Ala Arg Gin Phe Ser Lys Met Gly Phe Val Asp Asn Lys 
580 585 590 

Arg lie Ala lie Trp Gly Trp Ser Tyr Gly Gly Tyr Val Thr Ser Met 
595 600 605 

Val Leu Gly Ser Gly Ser Gly Val Phe Lys Cys Gly lie Ala Val Ala 
610 615 620 

Pro Val Ser Arg Trp Glu Tyr Tyr Asp Ser Val Tyr Thr Glu Arg Tyr 
625 630 635 640 

Met Gly Leu Pro Thr Pro Glu Asp Asn Leu Asp His Tyr Arg Asn Ser 
645 650 655 

Thr Val Met Ser Arg Ala Glu Asn Phe Lys Gin Val Glu Tyr Leu Leu 
660 665 670 

He His Gly Thr Ala Asp Asp Asn Val His Phe Gin Gin Ser Ala Gin 
675 680 685 

He Ser Lys Ala Leu Val Asp Val Gly Val Asp Phe Gin Ala Met Trp 
690 695 ^ 700 

Tyr Thr Asp Glu Asp His Gly He Ala Ser Ser Thr Ala His Gin His 
705 710 715 720 

He Tyr Thr His Met Ser His Phe He Lys Gin Cys Phe Ser Leu Pro 
725 730 735 



<210> 3 
<211> 765 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Thr Pro Trp Lys Val Leu Leu Gly Leu Leu Gly Ala Ala Ala Leu 
1 5 10 15 

Val Thr He He Thr Val Pro Val Val Leu Leu Asn Lys Gly Thr Asp 
20 25 * 30 



Asp Ala Thr Ala Asp Ser Arg Lys Thr Tyr Thr Leu Thr Asp Tyr Leu 
35 40 45 
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Lys Asn Thr Tyr Arg Leu Lys Leu Tyr Ser Leu Arg Trp lie Ser Asp 
50 55 60 

His Glu Tyr Leu Tyr Lys Gin Glu Asn Asn lie Leu Val Phe Asn Ala 
65 70 75 80 

Glu Tyr Gly Asn Ser Ser Val Phe Leu Glu Asn Ser Thr Phe Asp Glu 
85 90 95 

Phe Gly His Ser lie Asn Asp Tyr Ser lie Ser Pro Asp Gly Gin Phe 
100 105 110 

lie Leu Leu Glu Tyr Asn Tyr Val Lys Gin Trp Arg His Ser Tyr Thr 
115 120 125 

Ala Ser Tyr Asp lie Tyr Asp Leu Asn Lys Arg Gin Leu lie Thr Glu 
130 135 140 

Glu Arg lie Pro Asn Asn Thr Gin Trp Val Thr Trp Ser Pro Val Gly 
14 5 150 155 160 

His Lys Leu Ala Tyr Val Trp Asn Asn Asp lie Tyr Val Lys lie Glu 
165 170 175 

Pro Asn Leu Pro Ser Tyr Arg He Thr Trp Thr Gly Lys Glu Asp He 
180 185 190 

He Tyr Asn Gly He Thr Asp Trp Val Tyr Glu Glu Glu Val Phe Ser 
195 200 205 

Ala Tyr Ser Ala Leu Trp Trp Ser Pro Asn Gly Thr Phe Leu Ala Tyr 
210 215 ~ 220 

Ala Gin Phe Asn Asp Thr Glu Val Pro Leu He Glu Tyr Ser Phe Tyr 
225 230 235 A 240 

Ser Asp Glu Ser Leu Gin Tyr Pro Lys Thr Val Arg Val Pro Tyr Pro 
245 250 ~ 255 

Lys Ala Gly Ala Val Asn Pro Thr Val Lys Phe Phe Val Val Asn Thr 
260 265 270 

Asp Ser Leu Ser Ser Val Thr Asn Ala Thr Ser He Gin He Thr Ala 
275 280 285 

Pro Ala Ser Met Leu He Gly Asp His Tyr Leu Cys Asp Val Thr Trp 
290 295 300 

Ala Thr Gin Glu Arg He Ser Leu Gin Trp Leu Arg Arg He Gin Asn 
305 310 315 ~ 320 

Tyr Ser Val Met Asp He Cys Asp Tyr Asp Glu Ser Ser Gly Arg Trp 
325 330 335 

Asn Cys Leu Val Ala Arg Gin His He Glu Met Ser Thr Thr Gly Trp 
340 345 350 
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Val Gly Arg Phe Arg Pro Ser Glu Pro His Phe Thr Leu Asp Gly Asn 
355 360 365 

Ser Phe Tyr Lys lie lie Ser Asn Glu Glu Gly Tyr Arg His lie Cys 
370 375 380 

Tyr Phe Gin lie Asp Lys Lys Asp Cys Thr Phe lie Thr Lys Gly Thr 
385 390 395 * 400 

Trp Glu Val lie Gly lie Glu Ala Leu Thr Ser Asp Tyr Leu Tyr Tyr 
405 410 415 

lie Ser Asn Glu Tyr Lys Gly Met Pro Gly Gly Arg Asn Leu Tyr Lys 
420 425 430 

lie Gin Leu Ser Asp Tyr Thr Lys Val Thr Cys Leu Ser Cys Glu Leu 
435 440 445 

Asn Pro Glu Arg Cys Gin Tyr Tyr Ser Val Ser Phe Ser Lys Glu Ala 
450 455 460 

Lys Tyr Tyr Gin Leu Arg Cys Ser Gly Pro Gly Leu Pro Leu Tyr Thr 
465 470 475 480 

Leu His Ser Ser Val Asn Asp Lys Gly Leu Arg Val Leu Glu Asp Asn 
485 490 495 

Ser Ala Leu Asp Lys Met Leu Gin Asn Val Gin Met Pro Ser Lys Lys 
500 505 510 

Leu Asp Phe lie lie Leu Asn Glu Thr Lys Phe Trp Tyr Gin Met lie 
515 520 525 

Leu Pro Pro His Phe Asp Lys Ser Lys Lys Tyr Pro Leu Leu Leu Asp 
530 535 * 540 

Val Tyr Ala Gly Pro Cys Ser Gin Lys Ala Asp Thr Val Phe Arg Leu 
545 550 555 560 

Asn Trp Ala Thr Tyr Leu Ala Ser Thr Glu Asn lie lie Val Ala Ser 
565 570 575 

Phe Asp Gly Arg Gly Ser Gly Tyr Gin Gly Asp Lys lie Met His Ala 
580 585 590 

He Asn Arg Arg Leu Gly Thr Phe Glu Val Glu Asp Gin He Glu Ala 
595 600 605 

Ala Arg Gin Phe Ser Lys Met Gly Phe Val Asp Asn Lys Arg He Ala 
610 615 620 

He Trp Gly Trp Ser Tyr Gly Gly Tyr Val Thr Ser Met Val Leu Gly 
625 630 635 640 

Ser Gly Ser Gly Val Phe Lys Cys Gly He Ala Val Ala Pro Val Ser 
645 650 655 
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Arg Trp Glu Tyr 
660 

Pro Thr Pro Glu 
675 

Ser Arg Ala Glu 
690 

Thr Ala Asp Asp 
705 

Ala Leu Val Asp 



Glu Asp His Gly 
740 

His Met Ser His 
755 



Tyr Asp Ser Val 



Asp Asn Leu Asp 
680 

Asn Phe Lys Gin 
695 

Asn Val His Phe 
710 

Val Gly Val Asp 
725 

lie Ala Ser Ser 



Phe lie Lys Gin 
760 



Tyr Thr Glu Arg 
665 

His Tyr Arg Asn 



Val Glu Tyr Leu 
700 

Gin Gin Ser Ala 
715 

Phe Gin Ala Met 
730 

Thr Ala His Gin 
745 

Cys Phe Ser Leu 



Tyr Met Gly Leu 
670 

Ser Thr Val Met 
685 

Leu lie His Gly 



Gin lie Ser Lys 
720 

Trp Tyr Thr Asp 
735 

His lie Tyr Thr 
750 

Pro 
765 



<210> 4 
<211> 767 
<212> PRT 

<213> Rattus norvegicus 
<400> 4 

Met Lys Thr Pro Trp Lys Val Leu Leu Gly Leu Leu Gly Ala Ala Ala 
1 5 10 * 15 

Leu Val Thr He He Thr Val Pro Val Val Leu Leu Asn Lys Asp Glu 
20 25 30 

Ala Ala Ala Asp Ser Ala Arg Thr Tyr Thr Leu Ala Asp Tyr Leu Lys 
35 4 0 4 5 

Asn Thr Phe Arg Val Lys Ser Tyr Ser Leu Arg Trp Val Ser Asp Ser 
50 55 60 

Glu Tyr Leu Tyr Lys Gin Glu Asn Asn He Leu Leu Phe Asn Ala Glu 
65 70 75 80 

His Gly Asn Ser Ser He Phe Leu Glu Asn Ser Thr Phe Glu He Phe 
85 90 95 

Gly Asp Ser He Ser Asp Tyr Ser Val Ser Pro Asp Arg Leu Phe Val 
100 105 * no 

Leu Leu Glu Tyr Asn Tyr Val Lys Gin Trp Arg His Ser Tyr Thr Ala 
115 120 ~ 125 

Ser Tyr Ser He Tyr Asp Leu Asn Lys Arg Gin Leu He Thr Glu Glu 
130 . 135 140 
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Lys lie Pro Asn Asn Thr Gin Trp lie Thr Trp Ser Gin Glu Gly His 
145 150 155 160 

Lys Leu Ala Tyr Val Trp Lys Asn Asp lie Tyr Val Lys lie Glu Pro 
165 170 175 

His Leu Pro Ser His Arg lie Thr Ser Thr Gly Lys Glu Asn Val lie 
180 185 190 

Phe Asn Gly lie Asn Asp Trp Val Tyr Glu Glu Glu lie Phe Gly Ala 
195 200 205 

Tyr Ser Ala Leu Trp Trp Ser Pro Asn Gly Thr Phe Leu Ala Tyr Ala 
210 215 220 

Gin Phe Asn Asp Thr Gly Val Pro Leu lie Glu Tyr Ser Phe Tyr Ser 
225 230 235 " 240 

Asp Glu Ser Leu Gin Tyr Pro Lys Thr Val Trp lie Pro Tyr Pro Lys 
245 250 255 

Ala Gly Ala Val Asn Pro Thr Val Lys Phe Phe Val Val Asn Thr Asp 
260 265 270 

Ser Leu Ser Ser Thr Thr Thr Thr He Pro Met Gin He Thr Ala Pro 
275 280 285 

Ala Ser Val Thr Thr Gly Asp His Tyr Leu Cys Asp Val Ala Trp Val 
290 295 300 

Ser Glu Asp Arg He Ser Leu Gin Trp Leu Arg Arg He Gin Asn Tyr 
305 310 315 ~ 320 

Ser Val Met Ala He Cys Asp Tyr Asp Lys Thr Thr Leu Val Trp Asn 
325 330 335 

Cys Pro Thr Thr Gin Glu His He Glu Thr Ser Ala Thr Gly Trp Cys 
340 345 350 

Gly Arg Phe Arg Pro Ala Glu Pro His Phe Thr Ser Asp Gly Ser Ser 
355 360 365 

Phe Tyr Lys He Val Ser Asp Lys Asp Gly Tyr Lys His He Cys Gin 
370 375 380 

Phe Gin Lys Asp Arg Lys Pro Glu Gin Val Cys Thr Phe He Thr Lys 
385 390 395 400 

Gly Ala Trp Glu Val He Ser He Glu Ala Leu Thr Ser Asp Tyr Leu 
405 410 415 

Tyr Tyr He Ser Asn Glu Tyr Lys Glu Met Pro Gly Gly Arg Asn Leu 
420 425 " 430 

Tyr Lys He Gin Leu Thr Asp His Thr Asn Lys Lys Cys Leu Ser Cys 
435 440 445 
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Asp Leu Asn Pro Glu Arg Cys Gin Tyr Tyr Ser Val Ser Leu Ser Lys 
450 455 460 

Glu Ala Lys Tyr Tyr Gin Leu Gly Cys Arg Gly Pro Gly Leu Pro Leu 
465 470 475 480 

Tyr Thr Leu His Arg Ser Thr Asp Gin Lys Glu Leu Arg Val Leu Glu 
485 490 ~ 495 

Asp Asn Ser Ala Leu Asp Lys Met Leu Gin Asp Val Gin Met Pro Ser 
500 505 510 

Lys Lys Leu Asp Phe lie Val Leu Asn Glu Thr Arg Phe Trp Tyr Gin 
515 520 525 

Met lie Leu Pro Pro His Phe Asp Lys Ser Lys Lys Tyr Pro Leu Leu 
530 535 540 

He Asp Val Tyr Ala Gly Pro Cys Ser Gin Lys Ala Asp Ala Ala Phe 
545 550 555 560 

Arg Leu Asn Trp Ala Thr Tyr Leu Ala Ser Thr Glu Asn He He Val 
565 570 575 

Ala Ser Phe Asp Gly Arg Gly Ser Gly Tyr Gin Gly Asp Lys He Met 
580 585 ^ 590 

His Ala He Asn Lys Arg Leu Gly Thr Leu Glu Val Glu Asp Gin He 
595 600 605 

Glu Ala Ala Arg Gin Phe Leu Lys Met Gly Phe Val Asp Ser Lys Arg 
610 615 620 

Val Ala He Trp Gly Trp Ser Tyr Gly Gly Tyr Val Thr Ser Met Val 
625 630 635 640 

Leu Gly Ser Gly Ser Gly Val Phe Lys Cys Gly He Ala Val Ala Pro 
645 650 655 

Val Ser Arg Trp Glu Tyr Tyr Asp Ser Val Tyr Thr Glu Arg Tyr Met 
660 665 670 

Gly Leu Pro Thr Pro Glu Asp Asn Leu Asp His Tyr Arg Asn Ser Thr 
675 680 685 

Val Met Ser Arg Ala Glu Asn Phe Lys Gin Val Glu Tyr Leu Leu He 
690 695 700 

His Gly Thr Ala Asp Asp Asn Val His Phe Gin Gin Ser Ala Gin He 
705 710 715 720 

Ser Lys Ala Leu Val Asp Ala Gly Val Asp Phe Gin Ala Met Trp Tyr 
725 730 735 

Thr Asp Glu Asp His Gly He Ala Ser Ser Thr Ala His Gin His He 
740 745. 75Q 
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Tyr Ser His Met Ser His Phe Leu Gin Gin Cys Phe Ser Leu Arg 
755 760 765 



<210> 5 

<211> 283 

<212> PRT 

<213 > Sus scrof a 

<400> 5 

Lys Gly lie Asp Ala Ser Asp Tyr Gin Thr Val Gin lie Phe Tyr Pro 
15 10 15 

Ser Lys Asp Gly Thr Lys lie Pro Met Phe lie Val His Lys Lys Gly 
20 25 30 

lie Lys Leu Asp Gly Ser His Pro Ala Phe Leu Tyr Gly Tyr Gly Gly 
35 40 ~ 45 

Phe Asn lie Ser lie Thr Pro Asn Tyr Ser Val Ser Arg Leu lie Phe 
50 55 60 

Val Arg His Met Gly Gly Val Leu Ala Val Ala Asn He Arg Gly Gly 
65 70 75 " 80 

Gly Glu Tyr Gly Glu Thr Trp His Lys Gly Gly He Leu Ala Asn Lys 
85 90 95 

Gin Asn Cys Phe Asp Asp Phe Gin Cys Ala Ala Glu Tyr Leu He Lys 
100 105 " no 

Glu Gly Tyr Thr Ser Pro Lys Arg Leu Thr He Asn Gly Gly Ser Asn 
115 120 125 

Gly Gly Leu Leu Val Ala Thr Cys Ala Asn Gin Arg Pro Asp Leu Phe 
130 135 140 

Gly Cys Val He Ala Gin Val Gly Val Met Asp Met Leu Lys Phe His 
145 150 155 160 

Lys Tyr Thr He Gly His Ala Trp Thr Thr Asp Tyr Gly Cys Ser Asp 
165 170 " 175 

Ser Lys Gin His Phe Glu Trp Leu He Lys Tyr Ser Pro Leu His Asn 
180 185 190 

Val Lys Leu Pro Glu Ala Asp Asp He Gin Tyr Pro Ser Met Leu Leu 
195 200 205 

Leu Thr Ala Asp His Asp Asp Arg Val Val Pro Leu His Ser Leu Lys 
210 215 220 

Phe He Ala Thr Leu Gin Tyr He Val Gly Arg Ser Arg Lys Gin Asn 
225 230 235 240 

Asn Pro Leu Leu He His Val Asp Thr Lys Ala Gly His Gly Ala Gly 
245 250 ^ 255 
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Lys Pro Thr Ala 
260 

lie Ala Arg Cys 
275 



Lys Val He Glu 

Leu Asn He Asp 
280 



Glu Val Ser Asp 
265 

Trp He Pro 



Met Phe Ala Phe 
270 



<210> 6 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 6 

tgctggaatt cggcacagat gatgctac 28 



<210> 7 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 7 

gcatggtacc ttgaggtgct aag 



<210> 8 
<211> 5 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Mammalian DPP- IV 
peptide fragment 

<220> 

<221> MOD__RES 
<222> (2) 

<223> Variable amino acid 
<400> 8 

Gly Xaa Ser Tyr Gly 
1 5 



<210> 9 
<211> 8 
<212> PRT 

<213> Unknown Organism 
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<220> 

<223> Description of Unknown Organism: Mammalian 
conserved DPP- IV peptide fragment 

<220> 

<221> MOD_RES 
<222> (3) 

<223> Variable amino acid 
<220> 

<221> MOD_RES 
<222> (8) 

<223> Variable amino acid 
<400> 9 

Asp Trp Xaa Tyr Glu Glu Glu Xaa 
1 5 



<210> 10 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 10 
Leu Val Ala Arg 
1 



<210> 11 
<211> 5 
<212> PRT 

<213> Homo sapiens 



<400> 11 

Glu Ser Ser Gly Arg 
1 5 



